The Biotechnology Systems Brand, of (he Scientific and I cchnicnl '"f"' 
CcmcMS^-IQ dfLccd errors when processing the foUow.ng con.putcr rendnble 



fonn; 




Application Serial Number 

Source. ^ y 

-Date Processed b>*STlC: i=5^ 

■ THE ATTACHE. ' W-^""™ a MoSV^Se APPU^^T BV E.THER: 

„ -^v'prNrc'irrrrcT^?'A;s?A^;^i^?i.nvoPTH,sP»,^ 

H0;?„™ UmiSiON AN,, .•ATE^T,N S0~ QUES nONS, PLEASE CONTACT 
MARK SPENCEK. TELEPHONE, "^i™"™;,V' 
r ft;..,L l^/WI ; TELEPHONE, 571-!n.!51»; FAX: STl J" ""! 

Ap,.hC.n.s subnu-.ng gcncuc sequence .o n.. .n.onnng n.,.l 

, ,;,ss.biliu .1.:.. .he <lisk/CD-Kon, MM) rcpl.ccncn, d.sk/CO-IU.n, 

' '^^^^j:^::^::^^^^^-^ 

201 1 Soull. Cl;.rk Place, Arlington. VA 22202 ... ..... ^ ,„. y'S. I'iUcal ;..ul Tra-Jcmnsk Ollicc. 



Kcviscd U)/()S/03 



• Raw Sequence Listing Error Summary 



PRRORPETPCTKP SUCCESTEDCORRrmON SERIAL NUMBER. 

ArrN: NEW RULES CASES: .LEASE D,S«QARD ENCL,?,, -ALPHA- ..EADE.i^\vH,CM^E .NSE^Td OV PTO SOFTWARE 



^Wrapped Nucleics 
Wrapped Aminos 



The numbcr/icx. a> the end of each line "wrapped" down to the nexl line. TTiis may occur if vo«r HI. 



\ .Invali*in;e Ungth The rules require that . line no. ..eeed 72 characters in length. Tlis includes white spaces. 



4 ^ Non 



Misaligned Amino 
lumbering 



Non ASCII 



^Variable Length 



^Paremln 2.0 
"bug" 



^Skipped Sequences 
(OLD RULES) 



The submitted file was not sav«l in ASCIJ(DOS) text, as required by the Sequence Rules Plen« 
ensure your subsequent submission is saved in ASCII leit. " 

«^h'„"«'Jv ^""^ ^^P^«'"""g -"o^' «hfn one v$idue. Per Sequence Rules 

This sequence IS intentionally skipped issnown) 
Please also adjust the "(ii) NUMBER OF SEQUENCES." response to Include the skipped sequences 



^Skipped Sequences Sequcncc(s) 

(NEW RULES) <2I0> sequence id number 
<400> sequence id number 
000 



rmsjmg. If intentional, please insert the following lines for each skipped sequence. 



to 



■•mEW RUrP^r ' p ? "^^^^ ^^'^^'^^ Sequence Listing. 

(NEW RULES) Per J .823 of Sequence Rules, use of <220>.<223> is MANDATORY if n*s or Xaa's are oresen, 
In <220> .o <223> section, please explain location of n or Xaa. and wh ch re iJu'n r x'^^^^^^^^^^^^^ 



^Invalid <213> 
Response 



Per I 823 of Sequence Rules, the only valid <2 13> responses are: Unknown. Anificial Sequence or 
r;Sr,Tc;Sc7^''^''"^ <.^'> -ponscirurown or 



._Useof<220> 



^Patcntln 2.0 
"bug** 



,c ~c ^ . J "P'*'" of genetic material in <?20> to <223> section 

(See Federal Register." OOrOI/1998. Vol. 63. No. 104. pp. 2963J^32) (Sec. 1 .«23 of Sequence Rules) 

Please do not use "CSpy lo Disk" function of Patentin version 2.0. This causes a corrupted Hie 
resulting ,„ missing mandaioo' numeric identifiers and responses (as indieated^on rarSencc 
listing). '"««ad.pleaseuse7ileMa«ager"ora„yo.hermanualmeans.oc«pynietoS^^^^^ 



_ Misuse of nOCaa "n" can only represent a single nucleotide; "Xaa" can only represent a single amino acid 

AMC - Biotechnology Systems Branch - 09/09/2003 * 



